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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/868,885 IVTuls"' 
Input Set : A:\2584WO0P.txt txt 
Output Set: N:\CRF3\07092001\l868885.raw 



4 <llal Sx^"''''"'^ "^"^^^^ Chemical Industries Ltd 

4 <120> TITLE OF INVENTION: Use of PeDtiH« 

5 <130> Fii^ RE^RENCE: 2584WO0P 

6 <140> CURRENT APPLICATION NUMBER: US/09/868 885 
6 <141> CURRENT FILING DATE: 2001-06-22 

8 <160> NUMBER OF SEQ ID- 45''''° '''^ 

1 <210> SEQ ID NO: 1 

2 <211> LENGTH: 98 

3 <212> TYPE: PRT 

4 <213> ORGANISM: Bovine 

5 <400> SEQUENCE: 1 

6 Met Lys Ala Val Gly Ala Trp Leu Leu Cys Leu Leu Leu L. 



i Leu Gin Gly Ala Ala 



10 



25 



27 



Ser Arg Al 
Arg Thr Pro Asp He Asn Pr 
Pro Val Gly Arg Phe Gly Arg Arg Arg Al, 
Arg Pro Gly Pro Arg Arg vll Pro Ala Cy 

Arg Ala Leu Pro Gly Arg Leu Th 



26 Ala Glu Pro 



3 Ala Trp Tyr 



Gin His Ser Met Glu He 
30 

Ala Gly Arg Gly He Arg 

Ala Pro Gly Asp Gly Pro 
60 

:g Leu Glu Gly Gly 



90 



Ala Gin Leu Val 



28 Gin Glu 

31 <210> SEQ ID NO: 2 

32 <211> LENGTH: 294 

33 <212> TYPE: DNA 

34 <213> ORGANISM: Bovine 
• 35 <400> SEQUENCE: 2 ^ 
■ 37 gc%\^-- ^^^^^^^^^^ 

tggtacgcrg gccgtgggat ccggcccgt? ggccSctt' o ^r"^'"' caaccctgcc 120 ,^^J. 

39 ggggacggac ccaggcctgg cccccaacnt ^^''''^''''^^^ gccggcgaag agctgcccyg lan 'L^^'^^ 

40 gctgagccct cccgagccct cccqgaacaa ^'^"^^-^^^ gcttccgcct ggaaggcggy 

43 <210> SEQ ID NO: 3 ^^^^^ggcgg ctgacggccc agctggtcca ggaa 

44 <211> LENGTH: 31 

45 <212> TYPE: PRT 

46 <213> ORGANISM: Bovine 

47 <400> SEQUENCE: 3 
ser Arg Ala His Gin His Ser Met Glu He Arg Thr Pro Asp He Asn 



0 Pro Ala Trp Tyr 

1 20 
3 <210> SEQ ID NO; 
3 <211> LENGTH: 35 



10 



Ala Gly Arg Gly He Arg Pro Val Gly Arg pJe 
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55 <212> TYPE: PRT 

56 <213> ORGANISM: Bovine 

57 <400> SEQUENCE: 4 
Arg Ala His Gin His 



RAW SEQUEKCE LISTING 

PATENT APPLICATION: US/09/868,885 TIMEi Jofu'aS"' 

Input Set : A:\2584WO0P.txt.txt 
Output Set: N: \CRF3\07092001\I868885 . raw 



Met Glu He Arg Thr Pro Asp He Asr 



-a T.P Ala Gl. A.g Gl, II 4%,, 



59 

60 Pr< 
II 

63 <210> SEQ ID NO. ^ 

64 <211> LENGTH: 33 

65 <2I2> TYPE: PRT 

66 <213> ORGANISM: Bovine 
> 67 <400> SEQUENCE: 5 

II 
.0 

72 Arg 25 3^ ^ 

73 33 

76 <210> SEQ ID NO: 6 

77 <211> LENGTH: 20 

78 <212> TYPE: PRT 

79 <213> ORGANISM: Bovine 

80 <400> SEQUENCE: 6 
™r P.O xie P„ 



82 

83 Val Gly Arg Phe 

84 20 

87 <210> SEQ ID NO: 7 

88 <2H> LENGTH: 21 

89 <212> TYPE: PRT 

90 <213> ORGANISM: Bovine 
> 91 <400> SEQUENCE: 7 

92 Thr Pro Asp He Asn Pro Ala Trp Tyr 



15 



94 Val Gly Arg Phe Gly 



95 



20 



i <210> SEQ ID NO: 8 
y9 <211> LENGTH: 22 

100 <212> TYPE: PRT 

101 <213> ORGANISM: Bovine 
* 102 <400> SEQUENCE: 8 

103 Thr Pro Asp He Asn Pro Ala Trp Tyr 



105 Val Gly Arg Phe Gly Arg 

106 20 

109 <210> SEQ ID NO: 9 

110 <211> LENGTH: 93 

111 <212> TYPE: DNA 

112 <213> ORGANISM: Bovin. 



/ Arg Gly He Arg Pro 



3 Gly Arg Gly He Arg Pro 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/868,885 time'; ^0:7:1^ 

Input Set : A:\2584WO0P.txt txt 
Output Set: N:\CRF3\07092001\l868885.raw 
W— > 113 <400> SEQUENCE- 9 

B "S:- "?r— — -~ so 

119 <211> LENGTH: 96 

120 <212> TYPE: DNA 

121 <213> ORGANISM: Bovine 
W— > 122 <400> SEQUENCE: 10 

ii iiFS= r?™ — ~ so 

<.zil> LENGTH: 99 

129 <212> TYPE: DNA 

130 <213> ORGANISM: Bovine 
W— > 131 <400> SEQUENCE: 11 

i <1FEF~ -'s: = — — n 

137 <211> LENGTH: 60 
■138 <212> TYPE: DNA 
139 <213> ORGANISM: Bovine 
W— > 140 <400> SEQUENCE: 12 

\\\ T2ToTlZ\TlTir '^^^^^^-^ -cgccct .g,cc.cttc 60 

145 <211> LENGTH: 63 
14 6 <212> TYPE: DNA 
147 <213> ORGANISM: Bovine 
w— > 148 <400> SEQUENCE- 13 

150 lir"'- ^^^^'^-^-^ ..=c.t..,a .ce..c=c.. ,,,.=,et.c 60 

153 <210> SEQ ID NO: 14 63 

154 <211> LENGTH: 66 

155 <212> TYPE: DNA 

156 <213> ORGANISM: Bovine 
W--> 157 <400> SEQUENCE- 14 

III T,otrr^ - — ..==.t..,a .ec,,ccc,t ...cc.cttc 60 

162 <210> SEQ ID NO: 15 66 

163 <2ll> LENGTH: 98 

164 <212> TYPE: PRT 

165 <213> ORGANISM: Bovine 
W— > 166 <400> SEQUENCE- 15 

167 Met v,l oiy 

«. L.„ C.„ Clj M. M, „L° 3„ „S 

;n ™. ^„ ^30 

Pro p,, 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/e68 , 885 TIME: ToTulT' 

Input Set : A:\2584WO0P txt txt 

Output Set: N:\CRF3\07092001\I868885 .aw 

174 50 55 

P.O CI. P.O A., A., vax P.O Ala C.s P.e A^ Leu CIu CI, CI, 

179 Gin Glu ^0 g5 

182 <2I0> SEQ ID NO: 16 

183 <21I> LENGTH: 83 

184 <212> TYPE: PRT 

185 <213> ORGANISM: Rat 
> 186 <400> SEQUENCE: 16 

187 Met Ala L.u Lys Thr Trp Leu Leu Cys Leu Leu Leu Leu Ser Leu Val 

III P.O Gly Ala Se. Se. A., .1. „i His Se. Met Glu xi^ 

P.O lie .3. P.O Ala T.P Ty^ ... 

;^^3 Val Gly A., PHe Gly J5 

J^^5 Leu Cly Gin Leu Se. Cys Leu P.o Leu Asp Gly ^ T.. Lys P.e Ser 
197 Gin Arg Gly 75 80 

200 <210> SEQ ID NO: 17 

201 <211> LENGTH: 249 

202 <212> TYPE: DNA 

203 <213> ORGANISM: Rat 
-> 204 <400> SEQUENCE: 17 

207 tacacgggcc gcgggatcag gcctgtl^g^ cgc^t'ca'aca' tact/ott,, 120 

208 gatgtcactg gacttggcca actcagctgc c^cccac^aa ^^^^^^^c aaccccgagg 180 

209 cagcgtgga ^ ^ ctcccactgg atggacgcac caagttctct 240 

212 <210> SEQ ID NO: 18 249 

213 <211> LENGTH: 31 

214 <212> TYPE: PRT 

215 <213> ORGANISM: Rat 
■> 216 <400> SEQtJENCE: 18 

217 ser A.g .la His Gin His Se. Met Glu Thr Arg T.r Pro Asp lie Asn 
219 Pro Ala Trp Tyr T.r Gly Arg Gly He .11 p.. val Gly .rg .11 

223 <2I0> SEQ ID NO: 19 30 

224 <211> LENGTH: 32 

225 <212> TYPE: PRT 

226 <213> ORGANISM: Rat 
> 227 <400> SEQUENCE: 19 

228 ser Arg Ala His Gin His Ser Met Glu T.r Arg T.r Pro Asp He Asn 
230 Pro Ala Trp Tyr T.r Gly Arg Gly He A^J Pro Val Gly Arg Cly 
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^ Page 5 of 

• - • • 

RAW SEQUENCE LISTING 

PATENT APPLICATION: I 

Input Set : A:\2584WO0P.txt.txt 
Output Set: N:\CRF3\07092001\l868885.raw 

231 20 25 

234 <210> SEQ ID NO: 20 ^° 

235 <211> LENGTH: 33 

236 <212> TYPE: PRT 

237 <213> ORGANISM: Rat 
W — > 238 <400> SEQUENCE: 20 

239 Ser Arg Ala His Gin His Ser Met Glu Thr Arg Thr Pro Asp He Asn 
241 Pro Ala Trp Tyr Thr Gly Arg Gly He Arg Pro Val Gly Arg Phe Gly 
243 Arg 30 

246 <2io> SEQ ID NO: 21 

247 <211> LENGTH: 20 

248 <212> TYPE: PRT 

249 <213> ORGANISM: Rat 
W~> 250 <400> SEQUENCE: 21 

251 Thr Pro Asp He Asn Pro Ala Trp Tyr Thr Gly Arg Gly He Arg Pro 

253 Val Gly Arg Phe ^° 

254 20 

257 <210> SEQ ID NO: 22 

258 <211> LENGTH: 21 

259 <212> TYPE: PRT 

260 <213> ORGANISM: Rat 
W— > 2 61 <400> SEQUENCE: 22 

262 Thr Pro Asp He Asn Pro Ala Trp Tyr Thr Gly Arg Gly He Arg Pro 

264 Val Gly Arg Phe Gly ^° 

265 20 

268 <210> SEQ ID NO: 23 

269 <211> LENGTH: 22 

270 <212> TYPE: PRT 

271 <213> ORGANISM: Rat 
r— > 272 <400> SEQUENCE: 23 

273 Thr Pro Asp He Asn Pro Ala Trp Tyr Thr Gly Arg Gly He Arg Pro 

275 Val Gly Arg Phe Gly Arg ^° 

276 20 

279 <210> SEQ ID NO: 24 

280 <211> LENGTH: 93 

281 <212> TYPE: DNA 

282 <213> ORGANISM: Rat 
— > 283 <400> SEQUENCE: 24 

285 llaaaatT" "^^f^^^^^^ catggagaca agaacccctg atatcaatcc tgcctggtac 

^85 acgggccgcg ggatcaggcc tgtgggccgc ttc a<-<-tggtac 

288 <210> SEQ ID NO: 25 

289 <211> LENGTH: 96 

290 <212> TYPE: DNA 

291 <213> ORGANISM: Rat 
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41 oi/m,m 



<211> 31 



<212> PRT ^ II ^ ^ Ju^..^^ 



<221> 

<223> Xaa on the 3rd position means Thr or Ala, Xaa on the 5th ] 
Arg or Gin, Xaa on the 10th position means lie or Thr, Xaa on ti 
means Thr or Ala, Xaa on the 22nd position means Glv or Ser 
<400> 44 ^ 
Ser Arg Xaa His Xaa His Ser Met Glu Xaa Arg Thr Pro Asp lie Asn 
15 10 15 

Pro Ala Trp Tyr Xaa Xaa Arg Gly He Arg Pro Val Gly Arg Phe 



<210> 45 
<211> 20 

<212> ^ppa 

<220>"- ^yi^C^-^ ■ 

<221> 

Gly^or^Ser°" ''^^ ^""^ position means Thr or Ala, Xaa on the 11th position n 
<400> 45 

Thr Pro Asp He Asn Pro Ala Trp Tyr Xaa Xaa Arg Gly He Arg Pro 

1 5 10 15 

Val Gly Arg Phe 



VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/868,885 

Input Set : A:\2584WO0P.txt.txt 
Output Set: N:\CRF3\07092001\I868885.ri 



6 M 



:283 W: Missing Blank Line 
283 W: Missing Blank Line 
270 C: Current Applicatio: 

Current Filing Date diff. 



.:15 M:2 
,:35 M:S 
,: 36 M: : 



ling Blank Li 
ising Blank Lins 
ising Blank Line 
) String data c 
I SeqNo=2 
sing Blank Line 
sing Blank Line 
sing Blank Line 



separator, 
separator, 
onverted to 



150> fi 
<400> fi 
<400> fi 



1:283 W; 
1:283 W: 
1:283 W: 
112 C: 
1:112 Repeats. 
i:47 M:283 W: 
' M:283 W: 
' M:283 W: 
) M:283 W: 

.:91 M:283 W: Missing Blank Line separator^ 
''2 M:283 W: Missing Blank Line separator 
i M:283 W: Missing Blank Line separator 
1 M:112 C: (48) String data converted t. 
1:112 Repeated in SeqNo=9 

122 M:283 W: Missing Blank Line separator 

123 M:112 C: (48) String data converted t. 
112 Repeated in SeqNo=10 

1:283 W: Missing Blank Line separator, 
18) String data converted t( 
1 SeqNo=ll 

.ssing Blank Line separator, 
:8) String data converted t( 
Missing Blank Line separator, <400> f, 
18) String data converted to lower c. 
1 SeqNo=13 

-ssing Blank Line separator, <400> f: 
(48) String data converted to lower c; 



separator, <120> field identifier 
separator, <130> field identifier 
Number differs, Replaced Current Applic 
J. Replaced Current Filing Date 



lid identifit 



.:132 M:112 C: 
112 Repeated 

140 M:283 W: 

141 M:112 C: 

148 M:283 W: 

149 M:112 C: 
112 Repeated ; 

157 M:283 W: ^ 

158 M:112 C: 
112 Repeated in SeqNo= 
166 M:283 W: Missing Blank Line separator, 
186 M:283 W: Missing Blank Line separator, 

.:204 M:283 W: Missing Blank Line separator, 
205 M:112 C; (48) String data converted tc 
112 Repeated in SeqNo=17 

216 M:283 W: Missing Blank Line separator, 
.:227 M:283 W: Missing Blank Line separator, 
.:238 M:283 W: Missing Blank Line separator, 
M:283 W: Missing Blank Line separator, 
.:261 M:283 W: Missing Blank Line separator, 
-:272 M:283 W; Missing Blank Line separator, 
,:283 M:283 W: Missing Blank Line separator, 
284 M:112 C: (48) String data converted to 
112 Repeated in SeqNo=24 

292 M:283 W: Missing Blank Line separator, 

293 M:112 C: (48) String data 



00> field identifier 
00> field identifier 
00> field identifier 
00> field identifier 
00> field identifier 
400> field identifier 
400> field identifier 



<400> field identifier 
lower case, 

<400> field identifier 
eld identifier 

2ld identifier 



<400> field : 
<400> field ; 
<400> field ; 

<400> field j 
<400> field i 
<400> field i 
<400> field j 
<400> field i 
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1:112 Repeated in SeqNo=25 

M:283 W: Missing Blank Line separa- 
.:302 M;112 C: (48) String data converted to lowei 
1:112 Repeated in SeqNo=26 

M:283 W: Missing Blank Line separator, <400> 
M:112 C: (48) String data converted to lower 
M;283 W: Missing Blank Line separator, <400> 
.:319 M:112 C: (48) String data converted to lower 
Repeated in SeqNo=28 

M:283 W: Missing Blank Line separator, <400> 
M:il2 C: (48) String data converted to lower 
1:112 Repeated in SeqNo=29 

M:283 W: Missing Blank Line separator, <400> 
,:355 M:283 W: Missing Blank Line separator, <400> 
,:356 M:112 C: (48) String data converted to lower 
M2 Repeated in SeqN( 



i> field identifi« 



field identifif 



1:283 W: Missing Blank Line ; 
1:283 W: Missing Blai 
1:283 W; Missing Blank Line separ; 
1:283 W: Missing Blank Line separate] 
1:283 W: Missing Blank Line separate] 
1:283 W: Missing Blank Line separate: 
1:283 W: Missing Blank Line separate] 
1:112 C: (48) String data converted 1 
SeqNe=38 

sing Blank Line separate: 
String data < 



112 Repeated 

443 M:283 W: 

444 M:112 C: 
112 Repeated 

452 M:283 W: 

453 M:112 C; 
1:112 Repeated 

' M:283 W: 
M:112 C: 

469 M:283 W: 

470 M:112 C: 
112 Repeated 



;eqNo=39 



<400> field 
<400> field 
<400> field 
<400> field 
<400> field 
<400> field 

<400> field i 
lower c 



Identifier 
identifier 



462 M:] 



Missing Blank Line separator, <400> 

(48) String data converted to lower 
in SeqNo=40 

Missing Blank Line separator, <400> field 

(48) String data converted to 1( 

Missing Blank Line separator, <^ 

(48) String data converted to li 
in SeqNo=42 

78 M:283 W: Missing Blank Line separator, <■ 

79 M:112 C: (48) String data converted to lower c 
12 Repeated in SeqNo=43 



field identifier 



<220> field identi: 



ame/Key for SEQ ID#:44 
ntifier 
found for SEQ ID#:44 



M:283 W: Missing Blank Line separ; 
M:257 W: Feature value mis-spellec 
M:283 W: Missing Blank Line separator, 
M:258 W: Mandatory Feature missing, <2; 
M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:44 
M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:44 
M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:44 
M:283 W: Missing Blank Line separator, <220> field identifier 
M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:45 
M:283 W: Missing Blank Line separator, <400> field identifier 
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VERIFICATION SUMMARY DATE: 07/09/2001 

PATENT APPLICATION: US/09/868,885 TIME; 10:11:19 

Input Set : A:\2584WO0P.txt.txt 

Output Set: N:\CRF3\07092001\I868885.raw 

L:505 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:45 
L:505 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:45 
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